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role of SMC proteins (Hirano), 399- 
414 Review 


segregation 
role of 
condensin in C. elegans (Hag- 
strom et al.), 729-742 
Ctf3, Mcm22, and Mcm16 at the 
kinetochore (Measday et al.}, 
101-113 
mitotic spindle in kinetochore 
maturation {Li et al.), 183-197 
Spol3 (Shonn et al.}, 1659-1671; 
(Lee et al.), 1672-1681 
Circadian clock 
phytochrome mediaton of external 
light signal in photoperiodism 
(Izawa et al.), 2006-2020 
regulation by casein kinase II in Neu- 
rospora (Yang et al.), 994-1006 
rescue of mPer2 mutation by mCry2 
disruption (Oster et al.), 2633- 
2638 
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CKIs 
See Cyclin-dependent kinase inhibitors 
CLN3 
M/G1-specific repression by homeodo- 
main proteins (Pramila et al.), 
3034-3045 
Cloning 
role of Oct4 in pluripotency (Solter), 
1163-1166 Perspective; (Boiani 
et al.), 1209-1219 
c-Met 
role of CD44 as coreceptor (Orian- 
Rousseau et al.), 3074-3086 
Cochlea 
Shh regulation of inner ear patterning 
(Riccomagno et al.}, 2365-2378 
Cochleovestibular ganglia 
Shh regulation of inner ear patterning 
(Riccomagno et al.}, 2365-2378 
Cohesin 
protection by Spol3 during meiosis 
{Shonn et al.), 1659-1671 
role in sister chromatid resolution 
(Losada et al.), 3004—3016 
Colon carcinoma 
role of Nr-CAM in tumorigenesis (Co- 
nacci-Sorrell), 2058-2072 
Condensin 
role in mitosis in C. elegans (Hag- 
strom et al.}, 729-742 
COP1 
regulation of HYH in Arabidopsis (Holm 
et al.), 1247-1259 
COP10 
function as ubiquitin-conjugating en- 
zyme (Suzuki et al.), 554-559 
Cosuppression 
of Ty/ retrotransposons (Jiang), 467-478 
CRY 
See Cyclic AMP receptor protein 
CRSP 
interaction with RNA Pol II CTD 
(Naar et al.), 1339-1344 
Cryptochrome 2 
rescue of mPer2 mutation in double 
mutant (Oster et al.), 2633-2638 
Cryptococcus neoformans 
role of Sxila in sex determination 
(Hull et al.}, 3046-3060 
Crzp1 
regulation of nuclear export by calci- 
neurin (Boustany and Cyert), 
608-619 
CSF-1 receptor 
transcription factor assembly on c-fms 
gene (Tagoh et al.), 1721-1737 
SSL 
role in induction of pTA expression 
(Reizis and Leder), 295-300 
Ctf3 
role at the kinetochore (Measday et 
al.), 101-113 
Cubitus interruptus 
regulation of degradation by Cull and 
Cul3 (Jiang), 2315-2321 Per- 
spective; (Ou et al.), 2403-2414 


Cullins 
regulation of Ci degradation (Jiang), 
2315-2321 Perspective; (Ou et 
al.), 2403-2414 
Cyclic AMP receptor protein 
RNA Pol a CTD requirements for tran- 
scriptional activation (Lloyd et 
al.), 2557-2565 
Cyclin D 
inhibition of MEF2-GRIP-1 interac- 
tion (Lazaro et al.), 1792-1805 
single-type mouse mutants (Cie- 
merych et al.), 3277-3289 
Cyclin-dependent kinase inhibitors 
DNA replication initiation and Xicl 
degradation (You et al.), 1182- 
1194 
inhibition of p27*'?' 5’ UTR IRES by 
ELAV/Hu proteins (Kullmann 
et al.), 3087-3099 
Cyclin-dependent kinases 
role of 
APC/C in degradation (Harper et 
al.), 2179-2206 Review 
Cdce2-cyclin B in S. pombe (Caspari 
et al.), 1195-1208 
Cdk4 in immortalization (Zou et 
al.), 2923-2934 
CDK9 in transcription in C. elegans 
(Shim et al.), 2135-2146 
Cyclopamine 
inhibition of Hedgehog signaling by 
binding to Smoothened (Chen 
et al.), 2743-2748 
Cytochrome P450 
role in Arabidopsis IAA biosynthesis 
(Zhao et al.), 3100-3112 
Cytokinesis 
role of 
septins (Kusch et al.), 1627-1639 
ZapA in B. subtilis Z ring formation 
(Gueiros-Filho and Losick), 2544— 


2556 
D 


DAF-7 
regulation of chemoreceptor expres- 
sion in C. elegans (Nolan et al.}, 
3061-3073 
DASH complex 
role in kinetochore maturation (Li et 
al.), 183-197 
Dauer 
TGF-f8 pathway regulation of chemo- 
receptor expression in C. ele- 
gans (Nolan et al.}, 3061-3073 
dCtBP 
recruitment by Hairless to Su(H) 
(Barolo et al.), 1964-1976 
Ddcl 
role in signaling meiotic double-strand 
breaks (Hong and Roeder), 363- 
376 
Death receptor 
role of Smac/DIABLO in apoptosis 
(Deng et al.), 33-45 





Desert Hedgehog 
role in Leydig cell differentiation (Yao 
et al.), 1433-1440 
Deubiquitination 
Liquid facets as substrate for Fat facets 
(Chen et al.}, 289-294 
Development 
effects in mice expressing single 
D-type cyclin (Ciemerych et 
al.), 3277-3289 
inhibition by binding of cyclopamine 
to Smoothened (Chen et al.), 
2743-2748 
role of Argonaute proteins (Carmell et 
al.), 2733-2742 Review 
skeletal 
abnormalities in DIx5 and D/1x6 null 
mice (Robledo et al.), 1089-1101 
role of activin receptors in vertebral 
patterning (Oh et al.), 2749-2754 
dHAND 
prepatterning of the limb bud (te 
Welscher et al.}, 421-426 
Diabetes, lipoatrophic 
in Irs1/Irs3 double null mice {Laustsen 
et al.), 3213-3222 
Dicer 
role 
in miRNAs processing (Schwarz and 
Zamore), 1025-1031 Perspective 
of miRNAs in plants (Reinhart et 
al.), 1616-1626 
Disease resistance 
epigenetic variation in Arabidopsis 
(Stokes et al.), 171-182 
DIVARICATA 
role in flower development (Galego 
and Almeida), 880-891 
Diversin 
role in Wnt signaling (Schwarz-Ro- 
mond et al.), 2073-2084 
Dlx homeobox genes 
role in craniofacial, skeletal, and limb 
growth (Robledo et al.), 1089-1101 
DM domain family 
role of MAB-3 in C. elegans male de- 
velopment (Hodgkin), 2322- 
2326 Perspective; (Lints and 
Emmons), 2390-2402 
DNA 
damage 
crystal structure p53-53BP1 com- 
plex (Joo et al.}, 583-593 
prevention of apoptosis by WISP-1 
pathway (Su et al.), 46-57 
regulation of ATR substrate selec- 
tion (Zou et al.), 198-208 
role of 
DNA-PK autophosphorylation in 
double-strand break repair by 
NHE]J (Chan et al.}, 2333-2338 
E2F in cellular response (Ren et 
al.), 245-256 
ORC in S-phase-specific replica- 
tion checkpoint (Shimada et 
al.), 3236-3252 


nt (Lupar- 


2 


replication in checkp« 
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dus et al.}, 2327- 
SMC1 in ATM-dependent response 
{Kim et al.), 560-570; (Yazdi et 
al.), 571-582 
methylation 


y1 
4 


cosupression of Ty] retrotransposons 
(Jiang), 467-478 
paramutation-asscciated chromatin 
changes (Stam et al.), 1906- 
1918 
prevention by the chicken 8-globin 
insulator (Mutskov et al.), 1540- 
1554 
role in epigenetics (Bird), 6-21 Re- 
view 
variation in Arabidopsis disease re- 
sistance (Stokes et al.}, 171-182 
repair 
effects of Rad50 mutation in mice 
(de Jager et al.), 2173-2178 Per- 
spective; (Bender et al.), 2237 
2251 
role of ATM in V(D)] recombination 
(Perkins et al.), 159-164 
replication 
G, cyclin deregulation and genomic 
instability (Tanaka and Diffley), 
2639-2649 
initiation and Xicl degradation (You 
et al.), 1182-1194 
regulation by Ku in telomeric regions 
(Cosgrove et al.), 2485-2490 
role 
in ATR-dependent DNA damage 
checkpoint (Lupardus et al.), 
2327-2332 
of Rrm3p in fork progression 
through telomeres (Ivessa et al.), 
1383-1396 
translesion synthesis (Prakash and 
Prakash), 1872-1883 Perspec- 
tive 
yeast ribosomal DNA origin activa- 
tion (Ivessa and Zakian), 2459- 
2464 Perspective; (Pasero et al.), 
2479-2484 
translocation 
role in chromatin remodeling by 
RSC (Saha et al.), 2120-2134 
DNA-dependent protein kinase 
role of autophosphorylation in double- 
strand break repair by NHEJ 
(Chan et al.), 2333-2338 
DNA-PK 
See DNA-dependent protein kinase 
Dorsal closure 
role of slipper in Drosophila (Stronach 
and Perrimon), 377-387 
Dosage compensation 
gene-specific and chromosome-wide 
transcriptional repression (Chu 
et al.), 796-805 
regulation of transcriptional repres- 
sion (Blackwell and Walker), 
769-772 Perspective 


role of condensin in C. elegans (Hag- 
strom et al.), 729-742 
Dot] 
role in histone methylation (Ng et al.}, 
1518-1527 
Doublesex 
regulation of takeout (Dauwalder et 
al.}, 2879-2892 
Dpo4 
replication of damaged DNA (Prakash 
and Prakash), 1872-1883 Per- 
spective 
DRGI1 
role in relay sensory neuron formation 
(Qian et al.), 1220-1233 
Drosophila 
activation of 
Brachyury target genes (Kusch et 
al.), 518-529 
RNAi during oocyte maturation 
(Kennerdell et al.), 1884-1889 
association of 
dFMR1 with RNAi machinery (Ishi- 
zuka et al.}, 2497-2002 
dFXR with RNAi machinery (Caudy 
et al.), 2491-2496 
biological functions of NURF (Baden- 
horst et al.), 3186-3198 
combinatorial control of eye develop- 
ment (Bessa et al.), 2415-2427 
control of bristle patterns by Hox genes 
(Rozowski and Akam}, 1150-1162 
epigenetic inheritance of hedgehog ex- 
pression (Maurange and Paro), 
2672-2683 
feedback inhibition of Wingless by 
Wingful (Gerlitz and Basler), 
1055-1059 
gene targeting by homologous recom- 
bination (Rong et al.), 1568- 
1581 
Hairless recruitment of Groucho and 
dCtBP to Su(H) (Barolo et al.) 
1964-1976 
in vivo role of PSI (Labourier et al.), 72-84 
innate immunity activation by frag- 
mented DNA (Mukae et al.}, 
2662-2671 
interaction of Ras, dMyc and dPI3K 
(Prober and Edgar), 2286-2299 
kuzubian- mediated cleavage of Notch 
(Lieber et al.), 209-221 
Liquid facets as substrate for Fat facets 
during eye development (Chen 
et al.), 289-294 
negative regulation of STAT92E by N- 
terminally truncated STAT 
(Henriksen et al.), 2379-2389 
Parp regulation of chromatin structure 
(Tulin et al.), 2108-2119 
proteolytic cleavage of THR during mi- 
tosis (Herzig et al.), 2443-2454 
regulation of 
Ci degradation during eye develop- 
ment (Jiang), 2315-2321 Per- 
spective; (Ou et al.}, 2403-2414 
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regulation of 
Ci degradation during eye develop- 
ment (Jiang), 2315-2321 Per- 
spective; (Ou et al.), 2403-2414 
dS6K by dTSC1/2 (Radimerski et 
al.), 2627-2632 
Spitz trafficking by Star (Tsruya et 


role of 
takeout in sex determination (Dau- 
walder et al.), 2879-2892 
Brinker in transcriptional repression 
(Saller et al.), 1828-1838 
mom in JAK/STAT pathway (Chen 
et al.), 388-398 
Nasrat and Polehole during oogen- 
esis (Jiménez et al.), 913-918 
slipper in dorsal closure (Stronach 
and Perrimon), 377-387 
translational repression by Bicoid 
(Niessing et al.), 2576-2582 


E 


E2F 
high throughput identification of tar- 
get genes (Weinmann et al.), 
235-244 
recruitment of corepressors (Rayman 
et al.), 933-947 
regulation of multiple checkpoints 
(Ren et al.), 245-256 
structure of complex with Rb (Lee et 
al.), 3199-3212 
E3RS 
regulation by hnRNP-U as pseudosub- 
strate (Davis et al.), 439-45] 
Early cell cycle boxes 
repression by homeodomain proteins 
(Pramila et al.), 3034-3045 
ECBs 
See Early cell cycle boxes 
Ecdysteroid 
biosynthesis and signaling function 
(Thummel and Chory}, 3113-3129 
Review 
EcfE 
role in cE stress response (Kanehara et 
al.), 2147-2155; (Alba et al.), 
2156-2168 
EFF-] 
LIN-39 inhibition of vulval cell fusion 
(Shemer and Podbilewicz), 3136— 
314] 
elFl 
role in ribosome scanning (Pestova and 
Kolupaeva), 2906-2922 
eIF4E 
role in control of mammalian cell size 
by mTOR (Fingar et al.), 1472- 
1487 
translational repression by Bicoid 
(Niessing et al.), 2576-2582 
ELAV 
inhibition of p27*'P! 5’ UTR IRES 
(Kullmann et al.), 3087-3099 
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Embryogenesis 
role of 
BODENLOS in Arabidopsis 
(Hamann et al.), 1610-1615 
Foxd3 in maintaining pluripotency 
(Hanna et al.), 2650-2661 
Embryonic stem cells 
role of 
GATA factors in differentiation (Fu- 
jikura et al.), 784-789 
Notch pathway moiecules in main- 
tenance (Hitoshi et al.), 846- 
858 
Emphysema, pulmonary 
in LTBP-4 null mice (Sterner-Kock), 
2264-2273 
Endocytosis 
regulation of signaling pathways (Seto 
et al.), 1314-1336 Review 
Endoderm 
formation in different species (Stainier), 
893-907 Review 
extraembryonic 
role of GATA factors in differentia- 
tion (Fujikura et al.), 784-789 
Endoplasmic reticulum stress 
effect of polyglutamine proteotoxicity 
(Yoneda et al.), 1307-1313 Per- 
spective 
role of ASK1 (Nishitoh et al.), 1345-1355 
Enhancer of Zeste 
role as histone methyltransferase 
(Kuzmichev et al.), 2893-2905 
Enhancer-blocking elements 
functions and mechanisms (West et 
al.), 271-288 Review 
EOR-1 
regulation of Ras and Wnt pathways 
(Howard and Sundaram), 1815- 
1827 
EOR-2 
regulation of Ras and Wnt pathways 
(Howard and Sundaram), 1815- 
1827 
Epidermal growth factor receptor 
regulation of Spitz trafficking by Star 


Epigenetics 
inheritance of Drosophila hedgehog 
expression (Maurange and Paro), 
2672-2683 
role of DNA methylation (Bird), 6-21 
Review 
variation in Arabidopsis disease resis- 
tance (Stokes et al.), 171-182 
ErbB4 
role of CD44 in assembly with MMP-7 
and HB-EGF (Yu et al.), 307-323 
ERK] 
phosphorylation of Tob (Suzuki et al.), 
1357-1370 
ERK2 
docking site on the ETS Pointed domain 
(Seidel and Graves}, 127-137 
phosphorylation of Tob (Suzuki et al.}, 
1357-1370 


Escherichia coli 
processing of tRNA by RNase E (Ow 
and Kushner), 1102-1115 
regulation of galactose operon by Spot 42 
RNA (Moller et al.), 1696-1706 
requirement for aCTD at CRP-depen- 
dent promoters (Lloyd et al.), 
2557-2565 
role of DegS and YaEL in oE stress re- 
sponse (Kanehara et al.), 2147- 
2155; (Alba et al.), 2156-2168 
Esp1 
nuclear localization (Agarwal and Co- 
hen-Fix), 1371-1382 
Estlp 
interaction with bulged stem in telom- 
erase RNA (Seto et al.), 2800- 
2812 
ETS transcription factors 
ERK2 docking site on the Pointed do- 
main (Seidel and Graves), 127- 
37 
Euchromatin 
role of G9a histone methyltransferase 
(Tachibana et al.), 1779-1791 
EXCESS MICROSPOROCYTES1 
control of Arabidopsis anther cell fate 
(Zhao et al.), 2021-2031 
EXO1 
activation of checkpoint pathways (Ma- 
ringele and Lydall), 1919-1933 
Extracellular matrix 
effects of LTBP-4 gene disruption in 
mice (Sterner-Kock), 2264-2273 
Eye 
combinatorial control of development 
in Drosophila (Bessa et al.) 
2415-2427 
Liquid facets as substrate for Fat facets 
during development (Chen et 
al.), 289-294 
regulation of Ci degradation during de- 
velopment in Drosophila (Jiang), 
2315-2321 


’ 


Eyeless 


combinatorial control of development 
in Drosophila (Bessa et al.), 2415- 
2427 


F 


Fast] 
interaction with HLH transcription 
factor in activin/nodal signaling 
(Ring et al.), 820-835 
Fat facets 
Liquid facets as substrate (Chen et al.}, 
289-294 
F-box proteins 
regulation of B-TrCP by hnRNP-U as 
pseudosubstrate (Davis et al.), 
439-451 
fibrillin-1 
nonsense-associated altered splicing 
(Maquat), 1743-1753 Perspec- 
tive; (Caputi et al.), 1754-1759 





Fibroblast growth factor 4 
role in tooth organogenesis (Kra- 
tochwil et al.), 3173-3185 
Fibroblast growth factor 10 
role in adipogenesis (Sakaue et al.), 
908-912 
Fibroblast growth factor 18 
regulation of bone growth (Liu et al.), 
859-869; (Ohbayashi et all), 
870-879 
Fibroblast growth factor signaling 
role in bone development (Ornitz and 
Marie), 1446-1465 Review 
FIH-1 
regulation of HIF (Lando et al.}, 1466- 
1471 
Fkhl 
role of in yeast mating-type switching 
(Sun et al.}, 2085-2096 
FLOOZY 
role in specification of leaf and flower 
architecture (Tobena-Santama- 
ria et al.), 753-763 
Flower 
role of 
DIVARICATA in development (Ga- 
lego and Almeida), 880-891 
FLOOZY in development (Tobena- 
Santamaria et al.), 753-763 
Flowering time 
phytochrome mediaton of external 
light signal in photoperiodism 
(Izawa et al.), 2006-2020 
FMRI 
association of Drosophila homolog 
with RNAi machinery (Ishizuka 
et al.), 2497-2002 
Forkhead proteins 
role 
in endoderm formation (Stainier), 
893-907 Review 
of Fkh1 in yeast mating-type switch- 
ing (Sun et al.), 2085-2096 
Foxd3 
maintenance of stem cell pluripotency 
(Hanna et al.), 2650-2661 
FoxH1 
interaction with HLH transcription 
factor in activin/nodal signaling 
(Ring et al.), 820-835 
Fra-1 
role in Notch] suppression of HPV-in- 
duced transformation (Talora et 
al.), 2252-2263 
Fragile X-related protein 
association of 
dFMRI1 with RNAi machinery (Ishi- 
zuka et al.), 2497-2002 
dFXR with RNAi machinery (Caudy 
et al.), 2491-2496 
FREQUENCY 
regulation of the Neurospora circadian 
clock (Yang et al.}, 994-1006 
Fruitless 
regulation of takeout (Dauwalder et 
al.), 2879-2892 


FtsZ 
role of ZapA in assembly (Gueiros- 
Filho and Losick), 2544-2556 
Fusogen 
LIN-39 inhibition of vulval cell fusion 
(Shemer and Podbilewicz), 3136- 
3141 
fzr-1 
control of cell proliferation in C. 
elegans (Fay et al.), 503-517 


, 


G 


G, cyclins 
deregulation and genomic instability 
(Tanaka and Diffley), 2639-2649 


G9a 
role in euchromatic histone methy]l- 
ation (Tachibana et al.), 1779- 
179] 
Galactose operon 
regulation by Spot 42 RNA in E. coli 
(Moller et al.), 1696-1706 
GATA factors 
role in 
embryonic stem cell differentiation 
(Fujikura et al.}, 784-789 
endoderm formation (Stainier), 893- 
907 Review 
GCN2 
mutational activation (Qiu et al.}, 
1271-1280 
Gdf11 
activin receptor mediation of signal 
(Oh et al.), 2749-2754 
Geminin3 
association with micro RNAs (Moure- 
latos et al.), 720-728 
Geminin4 
association with micro RNAs (Moure- 
latos et al.), 720-728 
Gene 
disruptions 
in mice 
DIx5 and DIx6 (Robledo et al.), 
1089-1101 
keratin 17 (McGowan et al.), 
1412-1422 
LTBP-4 in mice (Sterner-Kock), 
2264-2273 
N-myc (Knoepfler et al.}, 2699-2712 
STOP (Andrieux et al.}, 2350-2364 
UBP43 (Ritchie et al.), 2207-2212 
Y4 receptor (Sainsbury et al.), 
1077-1088 
in mouse arachnoidal cells 
Nf2 (Kalamarides et al.), 1060-1065 
in the node 
Nodal (Brennan et al.}, 2339-2344 
silencing 
barrier function of the chicken 
B-globin insulator (Mutskov et 
al.), 1540-1554 
by shRNAs in mammalian cells 
(Paddison et al.), 948-958 


regulation of thermotolerance by 
HsfA1 (Mishra et al.), 1555-1567 
role of 
Dot! in histone methylation (Ng 
et al.), 1518-1527 
siRNAs and qde genes in Neurospo 
ra (Catalanotto et al.), 790-795 
targeting 
by homologous recombination in 
Drosophila (Rong et al.), 1568- 
1581 
Genome stability 
effects of Rad50 mutation in mice 
(de Jager et al.), 2173-2178 Per- 
spective; (Bender et al.}, 2237- 
2251 
Genomic instability 
induction by G, cyclin deregulation 
(Tanaka and Diffley), 2639-2649 
GEX-2 
regulation of tissue morphogenesis in 
C. elegans (Soto et al.), 620-632 
GEX-3 
regulation of tissue morphogenesis in 
C. elegans (Soto et al.), 620-632 
Gfi-1b 
roie in hematopoiesis (Saleque et al.}, 
301-306 
Gibberellin 
role of RGL2 in repression of seed ger- 
mination (Lee et al.), 646-658 
Gli 
regulation of Myf5 (Gustafsson et al.}, 
114-126 
GLI3 
binding by Ski corepressor (Dai et al.}, 
2843-2848 
prepatterning of the limb bud (te 
Welscher et al.), 421-426 
role in 
CNS patterning (Wijgerde et al.), 
2849-2864 
neuronal patterning (Persson et al.), 
2865-2878 
Glial cells 
role of Sox10 in oligodendrocyte ter- 
minal differentiation (Stolt et 
al.), 165-170 
Gonad 
role of WT1 in early development (Wil- 
helm and Englert), 1839-1851 
Gonadotropin releasing hormone 
increased expression in Y4 receptor 
null mice (Sainsbury et al.}, 
1077-1088 
goosecoid 
role of HLH transcription factor in ac- 
tivin/nodal signaling (Ring et 
al.), 820-835 
GRAS family 
inhibition of shoot meristem differen- 
tiation by HAM (Stuurman et 
al.), 2213-2218 
GRIP-1 
cyclin D-cdk4 inhibition of MEF2 inter- 
action (Lazaro et al.), 1792-1805 
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Groucho 
recruitment by Hairless to Su(H 
Baroio et al.!, 1964-1976 
Group I intron 
StpA destabilization of the 
structure (Waldsich et al.}, 
2312 
Guanine nucleotide exchange factors 
regulation of Rho GTPases (Schmidt 


and Hall), 1587-1609 Review 


H 


Hairless 
recruitment of Groucho and dCtBP to 
Su{H} (Barcelo et al.), 1964-1976 
HAIRY MERISTEM 
inhibition of shoot meristem differen- 
tiation (Stuurman et al.!, 2213- 
2218 
HCP-6 
prevention of chromosome twisting 
Stear and Roth), 1498-1508 
Heart 
role of 
pdi-p5 in left-right 
Hoshijima et al.), 2518-2529 
Tbx2 and Nkx2.5 (Habets et al. 
1234-1246 


Heat stress 


asymmetries 


regulation of thermotolerance by HsfA 
Mishra et al.), 1555-1567 
Hedgeh og 
ene inheritance of Drosophila 
1edgehog expression {Maurange 
wht Paro), 2672-2683 
inhibition by binding of cyclopamine 
to Smoothened (Chen et al 
2743-2748 
Helicase 
role of Rrm3p in telomere DNA repli- 
cation (Ivessa et al.), 1383-1396 
Hematopoiesis 
ettects of Rad50 mutation in mice (de 
73.917 


Jager et al.), 2173-2178 Perspec- 


tive; (Bender et al.), 2237-2251 
role of Gfi-1b (Saleque et al.), 301-306 
Heparin-binding epidermal growth factor 
role of CD44 in assembly with MMP-7 
and ErbB4 (Yu et al.), 307-323 
Herpesvirus 
role of BCL-2 homologs in apoptosis 
Cuconati and White), 2465- 
2478 Review 
Heterochromatin 
methylation of histone H3 by Set9 
(Nishioka et al.}, 479-489 
nucleation by CENP-B (Nakagawa et 
al.), 1766-1778 
regulation by Parp in Drosophila |Tu- 
lin et al.), 2108-2119 
role of 
G9a_ histone _methyltransferase 
Tachibana et al.), 1779-1791 
Rap1|-Sir4 interaction in assembly 
{Luo et al.), 1528-1539 
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HIF 
See Hypoxia-inducible factor 
Histone 
acetylases 
dynamics during gene regulation 
(Katan-Khaykovich and Struhl 
743-752 
deacetylases 
dynamics during gene regulation 
(Katan-Khaykovich and Struhl), 
743-752 
recruitment by E2F (Rayman et al. 
933-947 
role of TCP-1 ring complex in SMRT- 
HDAC3 assembly 
al.), 3130-3135 


Guenther et 


targeting during transcriptional 
pression (Li et al.}, 687-692 
Histones 
chromatin regulation of eukaryotic 
genes (Orlando and_ Jones 
2039-2044 Meeting Review 
dynamics of acetylation and deacety- 
lation (Katan-Khaykovich and 
Struhl!, 743-752 
Enhancer of Zeste methyltransferase 
activity (Kuzmichev et al.], 
2893-2905 
H3 Lys 9 methylation at inducible 
genes (Saccani and Natoli 
2219-2224 
high acetylation and the chicken 
8-globin insulator (Mutskov et 
al.), 1540-1554 
interaction of chaperone ASF1 with 
Brahma complex (Moshkin et 


al.), 2621-2626 


methylation of H3 by Set9 (Nishioka 
et al.), 479-489 
mitosis-specitic H4 Lys 


ation (Rice et al.), 2225- 
modification and replacement in chro- 
Goll and Be- 


stor), 1739-1742 Perspective 
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gs of 
>AF-I in chromatin formation at the 
centromere (Sharp et al.), 85-100 
CENP-B in modifications (Na- 
kagawa et al.), 1766-1778 
Dotl in methylation (Ng et al. 
1518-1527 
G9a methyltransferase (Tachibana 
et al.), 1779-1791 
SETDBI in methylation {Schultz et 
al.), 919-932 
HMRE 
establishment of mating-type silenc- 
ing in S. cerevisiae (Lau et al. 
9935-2945 
HOBBIT 
role in Arabidopsis cell cycle and cell 
differentiation (Blilou et al. 
2566-2. 575 
Homeobox genes 
role in relay sensory neuron formation 
(Qian et al.), 1220-1233 


Homeodomain proteins 
role in M/G1-specific repression (Pra- 
mila et al.), 3034-3045 
Homing csdeiiebleane 
mediation of marker exclusion (Belle 
et al.), 351-362 
Homolog pairing 
mechanisms during meiosis in yeast 
Peoples et al.), 1682-1695 
Homothorax 
combinatorial control ot development 
in Drosophila (Bessa et al.), 
2415-2427 
Hox genes 
control of bristle patterns in Dro- 
sophila (Rozowski and Akam 
1150-1162 
LIN-39 inhibition of EFF-1-dependent 
cell fusion (Shemer and Pod- 
bilewicz), 3136-3141 
role in kidney development (Wellick 
et al.), 1423-1432 
Hu proteins 
inhibition of p27*?' 5’ UTR IRES 
Kullmann et al.), 3087-3099 
Human papillomavirus 
Notch] suppression of transformation 
Talora et al.), 2252-2263 
Hydroxylation 
regulation of HIF by FIH-1 
al.), 1466-1471 
role in oxygen sensing (Kaelin), 1441- 
1445 Perspective 


Lando et 


TYH 
regulation by COP] 
Holm et al.!, 12 
Hypoxia-inducible factor 
regulation by FIH-1 (Lando et al.), 
1466-1471 
role in oxygen sensing (Kaelin), 1441- 
1445 Perspectiv e 
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Ikaros 
mitotic inactivation of C2H2 zinc finger 
DNA-binding domains (Dovat et 
al.), 2985-2990 
Imbibition 
up-regulation of RGL2 (Lee et al.), 646- 
658 
Immortalization 
role of Cdk4 (Zou et al.), 2923-2934 
Immunity, innate 
activation by fragmented DNA 
Mukae et al.}, 2662-2671 
Indole-3-acetic acid 
Trp-dependent wanissate yg in Arabi- 
as Zhao et ¢ 3100-3112 
Insulators 
functions and mechanisms (West et 
al.), 271-288 Review 
Insulin receptor substrate 
effects of Irs1/Irs3 double null muta- 
tion in mice (Laustsen et al.}, 
3213-3222 





IRE] 
role in unfolded protein response (Lee 
et al.), 452-466 
ISG15 
dysregulation in UBP43 null 
Ritchie et al.), 2207-2212 


mice 


ISWI 
biological functions of NURF (Baden- 
horst et al.), 3186-3198 
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JAK/STAT pathway 
biological functions of NURF (Baden- 
horst et al.), 3186-3198 
INK pathway 
activation by ASK] 
1345-1355 
role of slipper in Drosophila 


and Perrimon), 377-38 


Nishitoh et al. 


Stronach 
JunB 
interaction with BRCA-1 


509-1517 


Hu and Li 


K 
Kaposi's sarcoma-associated herpesvirus 
interaction of RTA and RBP-Jk (Liang 
et al.), 1977-1989 
Keratin 
hair defects in K17 null mice (Mc- 
Gowan et al.), 1412-1422 
Kidney 
role of 
Hox11 paralogous genes in develop- 
ment (Wellick et al.), 1423-1432 
Pax8 in development 


Bouchard et al.), 2958-2970 


Pax2 and 


Kinetochore 
prevention of chromosome twisting by 
HCP-6 |Stear and Roth}, 1498- 
1508 
role of 
CAF-I in chromatin formation at the 
centromere (Sharp et al.), 85-100 
Ctf3, Mcm22, and Mcm16 (Measday 
et al.), 101-113 
DASH complex in maturation {Li et 
al.), 183-197 
KSHV 
See Kaposi's sarcoma-associated her- 
pesvirus 
KSR 
role in assembly of RAF/MEK complex 
Roy et al.), 427-438 
Ku 
control of telomere replication timing 
Cosgrove et al.), 2485-2490 
role of DNA-PK autophosphorylation 
in double-strand break repair by 
NHE]J (Chan et al.), 2333-2338 
Kuzubian 
cleavage of Notch (Lieber et al.), 209- 
991 


Lactation 
role of xanthine oxidoreductase 
bach et al.), 3223-3235 
Leat 
role of FLOOZY in development 
bena-Santamaria et al.), 753-763 
LEF] 
role of FGF4 in tooth organogenesis 
Kratochwil et al.), 317 
Left-right asymmetry 
activin receptor mediation of nodal 
signal (Oh et al.), 2749-2754 
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role of 
Nodal in the node (Brennan et al 

339-2344 

pdi-p5 in i 


(Hoshijima et al.), 2518-2529 


embryo development 
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Lens 
regulation of Pax6 by Meis homeopro- 
teins (Zhang et al.), 2097-2107 
Leptin 
3 double null mice 


3222 


decrease in Irs1/Irs 
Laustsen et al.), 3213- 
Schwarz and 


miRNAs 


1025-1031 Perspective 


function of 
Zamore 
Leukocytes 
conserved mechanisms for chemotaxis 
and neuronal migration (Rao et 
al.), 2973-2984 Review 
Leydig cells 
role of DHH/PTCH1 in differentiation 
Yao et al.), 1433-1440 
Limb bud 
prepatterning by GLI3 and dHAND (te 
1.), 421-426 
role of Ski in pattern formation (Dai et 


Welscher et a 


al.), 2843-2848 

LIN-12 
modulation by CoREST corepressor 
complex in C. elegans (Jarriault 
and Greenwald), 2713-2728 


control of cell proliferation in C 


elegans (Fay et al.), 503-517 
LIN-39 
inhibition of EFF-l1-dependent vulval 
cell fusion (Shemer and Pod- 
bilewicz), 3136-3141 
miRNAs (Schwarz and 


1025-1031 Perspective 


function of 
Zamore}, 


evolution (Wang and Chamber- 
lin), 2345-2349 
facets 
role as substrate for Fat facets (Chen et 
al.), 289-294 
LTBP-4 
effects of gene disruption in mice 
(Sterner-Kock), 2264-2273 
Lymphatic system 
development and function (Oliver and 
Detmar), 773-783 Review 
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M phase 


establishment of mating-type silenc- 
ing in S. cerevisiae (Lz t al 
2935-29 
MAB-3 


] ; 2 can t ] ] ] 
role in CU. elegans maie deveiopment 


Hodgkin}, 2322-2326 Perspec- 
tive; (Lints and Emmons}, 2390 
2402 
Maize 
paramutation-associated 
changes (Stam et al 
Mammary gland 
role of xanthine oxidoreductase in lacta 


3223-3235 
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cnromatin 


1906-1918 


tion (Vorbach et al. 
Marfan syndrome 
nonsense mutation in fibrillin 


puti et al.), 1754-1759 


MASHI1 
role in 
formation 


Sensory neuron 


19901922 
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relay 
Qian et al 
specification of neuronal identity 
Parras et al.), 324-338 
Mastermind 
role in Notch activation and turnover 
Fryer et al.), 1397-141 
Mating-type 
locus 
role of Sxila in C. neoformans 
termination (Hull et 
3060 
switching 
role of Fkhl 
Matrilysin 
role of CD44 in assembly with HB-EGF 
and ErbB4 {Yu et al 


] INR5~7INIK 


Sun et al. )85- 


MBF 
transcriptional circuitry at 
yeast (Horak et al 
Mi ‘D 7 
establishment of mating-type silenc- 
ing in S. cerevisia | 
2935-294 
Mcm1 
role in M/G1l-specific repressi 
mila et al 
Mcm16 
role at the kinetochore 
101-113 


Measday et 


the kinetochore |Measday et 
101-113 


Gl-specific repression by homeodo- 
Pramila et al 


main proteins 
3034-3045 
Mediator 
cooperative binding wi 
son et al.!, 1 
interaction of CRSP with RNA 
CTD (Naar et al.}, 1 
Meiosis 
cyclin D-cdk4 inhibition of GRIP-1 in- 
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teraction (Lazaro et al.), 1792- 
1805 
mechanisms of homolog pairing in 
yeast (Peoples et al.}, 1682-1695 
role of 
condensin in C. elegans (Hagstrom 
et al.}, 729-742 
Ddcl in signaling double-strand 
breaks (Hong and Roeder), 363- 
376 
Spol3 in chromosome segregation 
(Shonn et al.), 1659-1671; (Lee 
et al.), 1672-1681 
stabilization of homolog pairing dur- 
ing prophase in C. elegans (Mac- 
Queen et al.), 2428-2442 
Meis homeoproteins 
regulation of Pax6 (Zhang et al.), 2097- 
2107 
MEK 
requirement of KSR for complex for- 
mation with RAF (Roy et al.), 
427-438 
Melanoma 
role of Nr-CAM in tumorigenesis (Co- 
nacci-Sorrell), 2058-2072 
Meningioma 
development in Nf2 mutant mice 
(Kalamarides et al.), 1060-1065 
Meristem 
inhibition of shoot differentiation by 
HAM (Stuurman et al.), 2213- 
2218 
role of 
FLOOZY in initiation (Tobena-San- 
tamaria et al.), 753-763 
HBT in cell cycle and cell differen- 
tiation (Blilou et al.), 2566-2575 
Messenger RNA 
association of processing and export 
(Lei and Silver), 2761-2766 
role of 
ASF/SF2 in stability (Lemaire et al.}, 
594-607 
translation initiation factors in ribo- 
some scanning (Pestova and Ko- 
lupaeva), 2906-2922 
Metastasis 
role of CD44 as c-Met coreceptor (Orian- 
Rousseau et al.), 3074-3086 
Methylation 
role in epigenetics (Bird), 6-21 Review 
Micro RNAs 
association of 
dFMRI1 with RNAi machinery (Ishi- 
zuka et al.), 2497-2002 
dFXR with RNAi machinery (Caudy 
et al.), 2491-2496 
in plants (Reinhart et al.), 1616-1626 
role in RNP complexes (Schwarz and 
Zamore), 1025-1031 Perspective; 
(Mourelatos et al.), 720-728 
silencing in mammalian cells (Paddi- 
son et al.}, 948-958 
Microarray analysis 
high throughput identification of E2F 
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target genes (Weinmann et al.), 
235-244; (Ren et al.), 245-256 
in vivo role of PSI (Labourier et al.}, 
72-84 
Microtubules 
role of 
septins in capture (Kusch et al.], 
1627-1639 
STOP in cold stability (Andrieux et 
al.), 2350-2364 
miRNAs 
See Micro RNAs 
Mitochondria 
role of Smac/DIABLO release in apop- 
tosis (Deng et al.}, 33-45 
Tarlp protein encoded in rDNA locus 
(Coelho et al.), 2755-2760 
Mitogen-activated protein kinase 
ERK2 docking site on ETS Pointed do- 
main (Seidel and Graves), 127- 
LSy 
phosphorylation of Tob (Suzuki et al.), 
1357-1370 
requirement of KSR for RAF/MEK 
complex formation (Roy et al.), 
427-438 
Mitosis 
inactivation of C2H2 zinc finger 
DNA-binding domains (Dovat 
et al.), 2985-2990 
methylation of H4 Lys 20 following in- 
creased PR-Set7 expression 
(Rice et al.), 2225-2230 
phosphorylation of Pdsl by Cdc28 
(Agarwal and Cohen-Fix), 1371- 
1382 
proteolytic cleavage of THR in Dro 
sophila (Herzig et al.), 2443-2454 
role of 
condensin in C. elegans (Hagstrom 
et al.), 729-742 
Nerccl (Roig et al.), 1640-1658 
APC/C A box recognition domain 
(Littlepage and Ruderman), 
2274-2285 
MLS-1 
role in C. elegans muscle fate determina- 
tion (Kostas and Fire), 257-269 
MMP-7 
role of CD44 in assembly with HB-EGF 
and ErbB4 (Yu et al.), 307-323 
mom 
role in JAK/STAT pathway (Chen et 
al.), 388-398 
MONOPTEROS 
inhibition by BODENLOS during Ara- 
bidopsis embryogenesis (Hamann 
et al.), 1610-1615 
Mrel1 complex 
effects of Rad50 mutation in mice (de 
Jager et al.), 2173-2178 Perspec- 
tive; (Bender et al.), 2237-2251 
Msn5p 
role in calcineurin regulation of Crzp1 
nuclear export (Boustany and 
Cyert), 608-619 


mTOR 
control of mammalian cell size (Fingar 
et al.), 1472-1487 
Muscle 
regulation of Myf5 during specifica- 
tion (Gustafsson et al.), 114-126 
role of 
cyclin D-cdk4 in differentiation 
(Lazaro et al.), 1792-1805 
MLS-1 in C. elegans cell fate determi- 
nation (Kostas and Fire), 257-269 
Myc 
interaction with Ras and dPI3K 
(Prober and Edgar), 2286-2299 
role in vasculogenesis and angiogene- 
sis (Baudino et al.}, 2530-2543 
Myelopoiesis 
transcription factor assembly on c-fms 
gene (Tagoh et al.), 1721-1737 
Myf5 
regulation by Sonic hedgehog (Gus- 
tafsson et al.), 114-126 
Myogenesis 
role of 
cyclin D-cdk4 (Lazaro et al.}), 1792- 
1805 
MLS-1 in C. elegans muscle fate de- 
termination (Kostas and Fire}, 
257-269 
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Nasrat 
stabilization of Torso-like during Dro- 
sophila oogenesis (Jiménez et 
al.), 913-918 
NBS1 
role of SMCI in DNA damage re- 
sponse (Yazdi et al.), 571-582 
NC2 
transcriptional roles of a and £8 sub- 
units (Creton et al.), 3265-3276 
Nedd8 
regulation 
231 
al.), 
Neocortex 


Ci degradation (Jiang), 
21 Perspective; (Ou et 
03-2414 


yf 
5-23 
240. 
role of Brn-1 and Brn-2 in development 
(Sugitani et al.!, 1760-1765 
Nercc] 
role in mitotic progression (Roig et al.), 
1640-1658 
Neural tube 
rescue of Pax-3 null defects by p53 loss 
of function (Pani et al.}, 676-680 
role of 
Gli3 in neuronal patterning (Persson 
et al.), 2865-2878 
Hedgehog signaling in CNS pattern- 
ing (Wijgerde et al.), 2849-2864 
Neurogenesis 
role of N-myc (Knoepfler et al.), 2699- 
DAD, 
Neurogenin 3 
role in gastric enteroendocrine cell de- 
velopment (Lee et al.), 1488-1497 





Neurons 
control of subtype identity by C. 
elegans CFI-1 (Shaham et al.}, 
972-983 
mechanisms of migration (Rao et al.}, 
2973-2984 Review 
role of 
Mash1 and Ngn2 in specification 
(Parras et al.), 324-338 
STOP in microtubule cold stability 
(Andrieux et al.), 2350-2364 
specific chromatin remodeling com- 
plex (Olave et al.), 2509- 
2517 
relay somatic sensory 
role of homeobox genes (Qian et al.}, 
1220-1233 
sensory 
Trk receptor requirements in target in- 
nervation (Postigo et al.), 633-645 
Neurospora 
regulation of the circadian clock by ca- 
sein kinase II (Yang et al.), 994— 
1006 
role of siRNAs and qde genes in gene 
silencing (Catalanotto et all.), 
790-795 
Nf2 
meningioma development in mutant 
mice (Kalamarides et al.}, 1060- 
1065 
Ngnl 
regulation of inner ear patterning (Ric- 
comagno et al.), 2365-2378 
Ngn2 
role in specification of neuronal iden- 
tity (Parras et al.), 324-338 
NIMA family kinases 
role of Nerccl in mitotic progression 
(Roig et al.), 1640-1658 
Nkx2.5 
role in heart development (Habets et 
al.), 1234-1246 
Nkx3.2 
autoregulatory loop with Sox9during 
somitic chondrogenesis (Zeng 
et al.), 1990-2005 
N-myc 
regulation of neuronal progenitor ex- 
pansion (Knoepfler et al.), 2699- 
Drie 
NobIp 
role in 26S proteasome biogenesis 
(Tone and Toh-e), 3142-3157 
Nodal 
activin receptor mediation of signal 
(Oh et al.), 2749-2754 
role in left-right asymmetry (Brennan 
et al.), 2339-2344 
signaling 
role 
in endoderm formation (Stainier), 
893-907 Review 
of Williams-Beuren syndrome-as- 
sociated HLH transcription fac- 
tor (Ring et al.), 820-835 


Node 
role of Nodal in left-right asymmetry 
(Brennan et al.), 2339-2344 
Nonhomologous end-joining 
role of DNA-PK autophosphorylation 
(Chan et al.), 2333-2338 
Nonsense-associated altered splicing 
mutation in fibrillin-1 (Maquat), 1743- 
1753 Perspective; (Caputi et al.), 
1754-1759 
Notch 
cleavage by Kuzubian (Lieber et al.), 
209-221 
Hairless recruitment of Groucho and 
dCtBP to Su(H) (Barolo et al.), 
1964-1976 
induction of pTA expression (Reizis 
and Leder), 295-300 
interaction of KSHV RTA and RBP-Jx 
(Liang et al.), 1977-1989 
modulation by CoREST corepressor 
complex in C. elegans (Jarriault 
and Greenwald), 2713-2728 
regulation by endocytosis (Seto et al.}, 
1314-1336 Review 
role of 
Mastermind in activation and turn- 
over (Fryer et al.), 1397-1411 
neurogenin 3 in gastric enteroendo- 
crine cell development (Lee et 
al.), 1488-1497 
pathway molecules in stem cell 
maintenance (Hitoshi et al.), 
846-858 
suppression of HPV-induced transfor- 
mation (Talora et al.), 2252-2263 
Npl3 
role of RNA Pol II transcription in re- 
cruitment (Lei and Silver), 2761- 
2766 
Nr-CAM 
role in tumorigenesis (Conacci-Sor- 
rell), 2058-2072 
Nuclear lamins 
structure and function (Goldman et 
al.), 533-547 Review 
Nuclear transport 
regulation of Crzpl export by calci- 
neurin (Boustany and Cyert}, 
608-619 
Nuclease 
targeting mt chloroplasts in C. rein- 
hardtii (Nishimura et al.), 1116- 
1128 
Nucleolus 
control of stem cell proliferation (Tsai 
and McKay}, 2991-3003 
Nucleosome remodeling 
genome location and recruitment of 
RSC (Ng et al.}, 806-819 
Nucleostemin 
control of stem cell proliferation (Tsai 
and McKay}, 2991-3003 
NURF 
biological functions (Badenhorst et 
al.), 3186-3198 


O 


ob/ob mice 
rescue of fertility by Y4 receptor gene 
disruption (Sainsbury et al.), 
1077-1088 
Obesity 
role of 
PPARy and C/EBPe in adipogenesis 
(Lazar), 1-5 Perspective; (Rosen 
et al.), 22-26 
PPARy?2 (Ren et al.}, 27-32 
Oct-1 
structure of complex with SNAP190 
and DNA (Hovde et al.), 2772- 
OP a Wf | 
Oct4 
role in pluripotency (Solter}, 1163-1166 
Perspective; (Boiani et al.), 1209- 
1219 
Oligodendrocytes 
role of Sox10 in terminal differentia- 
tion (Stolt et al.), 165-170 
Oncogenes 
role of Gfi-1b in hematopoiesis (Sa- 
leque et al.}, 301-306 
Oncogenesis 
role of 
Nr-CAM in tumorigenesis (Conacci- 
Sorrell), 2058-2072 
Ras in human and mouse cells 
(Boettner and Van Aelst), 2033- 
2038 Perspective; (Hamad et 
al.), 2045-2057 
Oogenesis 
activation of RNAi during Drosophila 
oocyte maturation (Kennerdell 
et al.), 1884-1889 
Origin recognition complex 
cellular functions (Bell et al.), 659-672 
Review 
S-phase-specific replication checkpoint 
(Shimada et al.), 3236-3252 
Origins 
activation in ribosomal DNA (Ivessa 
and Zakian), 2459-2464 Perspec- 
tive; (Pasero et al.}, 2479-2484 
control of telomere replication timing 
by Ku (Cosgrove et al.), 2485- 
2490 
orthopedia 
activation by Brachyenteron (Kusch et 
al.), 518-529 
Oryza sativa 
phytochrome mediaton of external 
light signal in photoperiodism 
(Izawa et al.), 2006-2020 
Osteogenesis 
regulation by FGF18 (Liu et al.}, 859- 
869; (Ohbayashi et al.), 870-879 
Otic vesicle 
Shh regulation of inner ear patterning 
(Riccomagno et al.), 2365-2378 
ovo 
lin-48 gene evolution (Wang and 
Chamberlin}, 2345-2349 
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Ovule 
WUS signaling in development (Grof- 
Hardt et al.), 1129-1138 


P 


p130 
Skp2-dependent degradation (Tedesco 
et al.), 2946-2957 
plgAR 
inhibition by BCL6 (Shvarts et al.), 
681-686 
p21 WAFI/Cip! 
role in Notch] suppression of HPV-in- 
duced transformation (Talora et 
al.), 2252-2263 
p27kir! 
inhibition of 5’ UTR IRES by ELAV/Hu 
proteins (Kullmann et al.), 3087- 
3099 
p53 
cross talk with WISP-1 pathway (Su et 
al.}, 46-57 
crystal structure of complex with 
53BP1 (Joo et al.), 583-593 
inhibition by BCL6 (Shvarts et al.), 
681-686 
loss of function rescue of neural tube 
defects in Pax-3 deficient em- 
bryos (Pani et al.), 676-680 
regulation of PIK3CA (Singh et al.), 
984-993 
role in V(D)J recombination (Perkins 
et al.), 159-164 
PAK 
inhibition of activation by Plexin-Bl- 
Rac interaction (Vikis et all.), 
836-845 
Parp 
See Poly(ADP-ribose) polymerase 
Patched] 
role in Leydig cell differentiation (Yao 
et al.), 1433-1440 
Pattern formation 
feedback inhibition of Wingless by 
Wingful (Gerlitz and Basler}, 
1055-1059 
regulation by Hox genes in Drosophila 
bristles (Rozowski and Akam}), 
1150-1162 
Pax2 
regulation of inner ear patterning (Ric- 
comagno et al.}, 2365-2378 
role in kidney development (Bouchard 
et al.), 2958-2970 
Pax-3 
rescue of neural tube defects by p53 
loss of function (Pani et al.), 
676-680 
Pax6 
regulation by Meis homeoproteins 
(Zhang et al.), 2097-2107 
Pax8 
role in kidney development (Bouchard 
et al.), 2958-2970 
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Pcdh-y 
regulation of expression (Wang et al.}, 
1890-1905 
pdi-p5 
role in embryo left-right asymmetries 
(Hoshijima et al.), 2518-2529 
Pds] 
phosphorylation by Cdc28 (Agarwal 
and Cohen-Fix}, 1371-1382 
Per2 
rescue of mutation by mCry2 disrup- 
tion (Oster et al.), 2633-2638 
Petunia 
inhibition of shoot meristem differen- 
tiation by HAM (Stuurman et 
al.), 2213-2218 
Phosphorylation 
ERK2 docking site on ETS Pointed do- 
main (Seidel and Graves), 127- 
137 
interaction of AtSERK1 and KAPP in 
Arabidopsis (Shah et al.), 1707- 
1720 
Photomorphogenesis 
role of COP10 in Arabidopsis (Suzuki 
et al.), 554-559 
Photoperiodism 
phytochrome mediaton of external 
light signal (Izawa et al.}, 2006- 
2020 
Phytochrome 
mediaton of external light signal in 
photoperiodism (Izawa et al.), 
2006-2020 
PI3K 
control of mammalian cell size (Fingar 
et al.), 1472-1487 
interaction with Ras and dMyc (Prober 
and Edgar), 2286-2299 
PIK3CA 
regulation by p53 (Singh et al.}, 984- 
993 
PILZ genes 
encoding of tubulin-folding cofactors 
(Steinborn et al.), 959-971 
PKB 
regulation by dTSC1/2 (Radimerski et 
al.}, 2627-2632 
PKCI-1 
role of ASF/SF2 in mRNA stability 
(Lemaire et al.}, 594-607 
Plakoglobin 
role of Nr-CAM induction in tumori- 
genesis (Conacci-Sorrell}, 2058- 
2072 
Plants 
signaling by intercellular RNA and 
protein movement (Wu et al.), 
151-158 Review 
Plasmodesmata 
signaling by intercellular RNA and 
protein movement in plants 
(Wu et al.}, 151-158 Review 
Plexin-Bl 
interaction with Rac (Vikis et al.), 
836-845 


Plxl 
role in sister chromatid resolution 
(Losada et al.), 3004-3016 
PLZF 
regulation of Ras and Wnt pathways 
(Howard and Sundaram), 1815- 
1827 
Pointed domain 
ERK2 docking site (Seidel and Graves), 
127-137 
Polehole 
stabilization of Torso-like during Dro- 
sophila oogenesis (Jiménez et 
al.), 913-918 
Pollen tube development 
role of Shaker channel in Arabidopsis 
(Mouline et al.), 339-350 
Polo-like kinase 
role of Plx1 in sister chromatid resolu- 
tion (Losada et al.), 3004-3016 
Poly|ADP-ribose) polymerase 
regulation of chromatin structure (Tu- 
lin et al.), 2108-2119 
Polycomb 
Enhancer of Zeste histone methyl- 
transferase activity (Kuzmichev 
et al.}, 2893-2905 
epigenetic inheritance of Drosophila 
hedgehog expression (Maurange 
and Paro), 2672-2683 
Polyglutamine disease 
proteotoxicity and ER stress response 
(Yoneda et al.), 1307-1313 Per- 
spective 
role of ASK1 (Nishitoh et al.), 1345- 
1355 
Polymerase 7 
replication of damaged DNA (Prakash 
and Prakash), 1872-1883 Per- 
spective 
Polymerase ¢ 
replication of damaged DNA (Prakash 
and Prakash), 1872-1883 Per- 
spective 
POU domain factors 
role of Brn-1 and Brn-2 in neocortical 
development (Sugitani et all.), 
1760-1765 
Poxvirus 
role of BCL-2 homologs in apoptosis 
(Cuconati and White}, 2465- 
2478 Review 
PPARy 
role in adipogenesis (Lazar), 1-5 Per- 
spective; (Rosen et al.), 22-2 
PPARy2 
role in adipogenesis (Ren et al.}, 27-32 
PPD proteins 
role in miRNA processing (Schwarz 
and Zamore}, 1025-1031 Per- 
spective 
PR1 
regulation by WRKY6 in Arabidopsis (Ro- 
batzek and Somssich) 1139-1149 
Presenilin 
regulation by CoREST corepressor 





complex in C. elegans (Jarriault 
and Greenwald), 2713-2728 
role in stem cell maintenance (Hitoshi 
et al.), 846-858 
Proteases 
role of DegS and YaEL in oE stress re- 
sponse (Kanehara et al.}, 2147- 
2155; (Alba et al.), 2156-2168 
Proteasome 
role in 26S biogenesis (Tone and Toh-e}, 
3142-3157 
Protein 
degradation 
regulation of 
Ci during Drosophila eye develop- 
ment (Jiang), 2315-2321 Per- 
spective; (Ou et al.}, 2403-2414 
HYH by COPI1 in Arabidopsis 
(Holm et al.), 1247-1259 
role of 
COP10 in Arabidopsis (Suzuki et 
al.), 554-559 
NobIp in 26S proteasome biogen- 
esis (Tone and Toh-e), 3142-3157 
Skp2-dependent turnover of p130 
(Tedesco et al.), 2946-2957 
localization 
large-scale analysis in yeast (Kumar 
et al.), 707-719 
Protein disulfide isomerase 
role of pdi-p5 in embryo left-right 
asymmetries (Hoshijima et al.), 
2518-2529 
Proteins 
intercellular movement in plants (Wu 
et al.), 151-158 Review 
Proteolysis 
regulation of the pro-o* processing en- 
zyme in B. subtilis (Rudner and 
Losick}, 1007-1018 
role of the APC/C A box recognition 
domain (Littlepage and Ruder- 
man), 2274-2285 
Proteomics 
large-scale protein localization in 
yeast (Kumar et al.), 707-719 
Protocadherin : 
regulation of Pcdh-y gene expression 
(Wang et al.), 1890-1905 
PR-Set7 
effects on mitosis-specific H4 Lys 20 
methylation (Rice et al.), 2225- 
2230 
PRY-1 
role in vulval induction (Gleason et 
al.), 1281-1290; (Korswagen et 
al.), 1281-1290 
pTa 
induction by Notch (Reizis and Leder), 
295-300 
P-TEFb 
role in transcription in C. elegans 
(Shim et al.), 2135-2146 
PTEN 
regulation of dPKB (Radimerski et al.}, 
2627-2632 


Q 


qde genes 
role in Neurospora gene silencing 
(Catalanotto et al.), 790-795 


R 


Rac 
interaction with Plexin-Bl (Vikis et 
al.), 836-845 
Rad] 
role of replication in ATR-dependent 
DNA damage checkpoint (Lupar- 
dus et al.), 2327-2332 
Rad1—Rad9-Hus1 complex 
role in sensing DNA damage (Zou et 
al.), 198-208 
Rad17 
regulation of ATR substrate selection 
(Zou et al.), 198-208 
RAD18 
replication of damaged DNA (Prakash 
and Prakash), 1872-1883 Per- 
spective 
Rad50 
effects of hypomorphic mutation in 
mice (de Jager et al.), 2173-2178 
Perspective; (Bender et al.), 
2237-2251 
Rad51 
role of chromatin in strand pairing 
(Alexiadis and Kadonaga), 2767— 
2771 
Rad53p 
role of ORC in S-phase-specific repli- 
cation checkpoint (Shimada et 
al.), 3236-3252 
Rad54 
role of chromatin in strand pairing (Alex- 
iadis and Kadonaga), 2767-2771 
RAD6 
replication of damaged DNA (Prakash 
and Prakash), 1872-1883 Per- 
spective 
RAF 
requirement of KSR for complex for- 
mation with MEK (Roy et al.}, 
427-438 
RAGI 
postcleavage architectural function 
(Tsai et al.), 1934-1949 
role of ATM in V(D)] recombination 
(Perkins et al.), 159-164 
RAG2 
postcleavage architectural function 
(Tsai et al.), 1934-1949 
RalGEF 
role in Ras oncogenesis (Boettner and 
Van Aelst), 2033-2038 Perspec- 
tive; (Hamad et al.), 2045-2057 
Ran GTPase 
role in mitotic progression (Roig et al.}, 
1640-1658 
Rap1 
interaction with Sir4 and heterochro- 


matin assembly (Luo et al.), 
1528-1539 
Ras 
interaction with dMyc and dPI3K 
(Prober and Edgar), 2286-2299 
role in oncogenesis in human and 
mouse cells (Boettner and Van 
Aelst), 2033-2038 Perspective; 
(Hamad et al.}, 2045-2057 
Ras pathway 
regulation by EOR-1/PLZF and EOR-2 
(Howard and Sundaram), 1815- 
1827 
Rb 
control of cell proliferation in C. 
elegans (Fay et al.}, 503-517 
structure of complex with E2F-2 (Lee 
et al.}, 3199-3212 
RBP-]k 
interaction with KSHV RTA (Liang et 
al.), 1977-1989 
role in stem cell maintenance (Hitoshi 
et al.), 846-858 
Recombination 
mechanisms of homolog pairing dur- 
ing meiosis in yeast (Peoples et 
al.), 1682-1695 
regulation of Pcdh-y gene expression 
(Wang et al.), 1890-1905 
role of Ddcl in signaling meiotic 
double-strand breaks (Hong and 
Roeder), 363-376 
homologous 
role of 
Cdc2-cyclin B in S. pombe 
(Caspari et al.), 1195-1208 
chromatin in strand pairing by 
Rad54 and Rad51 (Alexiadis and 
Kadonaga), 2767-2771 
Replication 
See DNA replication 
Retrotransposons 
cosuppression of Ty1 (Jiang), 467-478 
RGL2 
repression of seed germination (Lee et 
al.), 646-658 
Rho GTPases 
regulation by guanine nucleotide ex- 
change factors (Schmidt and 
Hall), 1587-1609 Review 
role in epithelial morphogenesis (Van 
Aelst and Symons}, 1032-1054 
Review 
Rhomboid 
regulation of Spitz trafficking (Tsruya 
et al.), 222-234 
Ribonuclease E 
processing of tRNA (Ow and Kushner) 
1102-1115 
Ribonucleoproteins 
association with micro RNAs (Schwarz 
and Zamore}, 1025-1031 Perspec- 
tive; (Mourelatos et al.), 720-728 
Ribosomal DNA 
mitochondrial protein encoded in lo- 
cus (Coelho et al.}, 2755-2760 
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origin activation in yeast (Ivessa and 
Zakian), 2459-2464 Perspec- 
tive; (Pasero et al.), 2479-2484 
Ribosome 
role of translation initiation factors in 
scanning (Pestova and Kolu- 
paeva), 2906-2922 
Rice 
phytochrome mediaton of external 
light signal in photoperiodism 
(Izawa et al.}, 2006-2020 
RNA 
chaperone 
StpA destabilization of the td intron 
tertiary structure (Waldsich et 
al.), 2300-2312 
intercellular movement in plants (Wu 
et al.), 151-158 Review 
interference 
activation during Drosophila oocyte 
maturation (Kennerdell et al.), 
1884-1889 
association of miRNAs with protein 
complexes (Schwarz and Zamore}, 
1025-1031 Perspective 
role of 
Argonaute proteins (Carmell et 
al.), 2733-2742 Review 
dFMRI1 (Ishizuka et al.), 2497- 
2002 
dFXR (Caudy et al.), 2491-2496 
silencing in mammalian cells (Pad- 
dison et al.), 948-958 
polymerase a 
CTD requirements at CRP-depen- 
dent promoters (Lloyd et al.}, 
2557-2565 
polymerase II 
function of the core promoter (But- 
ler and Kadonaga), 2583-2592 
Review 
interaction of CRSP with CTD 
(Naar et al.), 1339-1344 
polymerase III 
recruitment to target promoters 
(Schramm and Hernandez}, 2593- 
2620 Review 
universal nomenclature for TFIIIB 
subunits (Willis), 1337-1338 
processing 
in vivo role of PSI (Labourier et al.), 
72-84 
nonsense-associated altered splicing 
(Maquat), 1743-1753 Perspective 
novel U7 snRNP-associated zinc finger 
protein (Dominski et al.), 58-71 
short interfering 
in plants (Reinhart et al.), 1616-1626 


role in Neurospora gene silencing 
(Catalanotto et al.), 790-795 
small regulatory 
biological functions (Gottesman), 
2829-2842 Review 


Rnx 
role in relay sensory neuron formation 
(Qian et al.), 1220-1233 
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Root 
role of BODENLOS in meristem initia- 
tion (Hamann et al.), 1610-1615 
Rrm3p 
role in telomere DNA replication 
(Ivessa et al.), 1383-1396 
RSC 
chromatin remodeling and DNA trans- 
location (Saha et al.), 2120-2134 
genome location and recruitment (Ng 
et al.), 806-819 
RseA 
cleavage during oE stress response 
(Kanehara et al.), 2147-2155; 
(Alba et al.), 2156-2168 
RTA 
interaction with RBP-Jx (Liang et al.}, 
1977-1989 


S 


S6K1 
role in control of mammalian cell size by 
mTOR (Fingar et al.}, 1472-1487 
Saccharomyces cerevisiae 
association of mRNA processing and ex- 
port (Lei and Silver), 2761-2766 
control of telomere replication timing by 
Ku (Cosgrove et al.), 2485-2490 
cosupression of Ty! retrotransposons 
(Jiang), 467-478 
establishment of mating-type silenc- 
ing (Lau et al.), 2935-2945 
interaction of Estlp with bulged stem 
in telomerase RNA (Seto et al.), 
2800-2812 
large-scale protein localization (Kumar 
et al.), 707-719 
M/G|1-specific repression by homeodo- 
main proteins (Pramila et al.}, 
3034-3045 
mechanisms of homolog pairing during 
meiosis (Peoples et al.), 1682-1695 
receptor-mediated endoproteolytic ac- 
tivation of Stplp and Stp2p (An- 
dréasson and Ljungdahl), 3158- 
3172 
regulation of Crzp1 nuclear export by 
calcineurin (Boustany and Cy- 
ert), 608-619 
ribosomal DNA _ origin activation 
(Ivessa and Zakian), 2459-2464 
Perspective; (Pasero et al.), 
2479-2484 
role 
in 
26S proteasome biogenesis (Tone 
and Toh-e), 3142-3157 
of 
CAF-I in chromatin formation at the 
centromere (Sharp et al.), 85-100 
Ctf3, Mcm22, and Mcm16 at the 
kinetochore (Measday et al.}, 
101-113 
Ddcl in signaling meiotic double- 


strand breaks (Hong and 
Roeder), 363-376 
Dotl in histone methylation (Ng 
et al.), 1518-1527 
Fkhl in mating-type switching 
(Sun et al.), 2085-2096 
ORC in S-phase-specific replica- 
tion checkpoint (Shimada et 
al.), 3236-3252 
Rapl-Sir4 interaction in hetero- 
chromatin assembly (Luo et al.), 
1528-1539 
Rrm3p in telomere DNA replica- 
tion (Ivessa et al.), 1383-1396 
septins in microtubule capture 
(Kusch et al.), 1627-1639 
Spol3 in chromosome segregation 
(Shonn et al.), 1659-1671; (Lee 
et al.), 1672-1681 
transcription repression by Swi/Snf 
(Martens and Winston), 2231- 
2236 
transcriptional circuitry at G1/S (Horak 
et al.), 3017-3033 
transcriptional roles of NC2 a and B 
subunits (Creton et al.), 3265- 
3276 
SARA 
recognition of monomeric Smad3 
(Moustakas and Heldin), 1867- 
1871 Perspective; (Qin et al.), 
1950-1963 
SBF 
transcriptional circuitry at G1/S in 
yeast (Horak et al.}, 3017-3033 
SCGI 
establishment of mating-type silenc- 
ing in S. cerevisiae (Lau et al.), 
2935-2945 
SCF ubiquitin ligase 
regulation of Ci degradation during 
Drosophila eye development 
(Jiang), 2315-2321 Perspective; 
(Ou et al.), 2403-2414 
relationship with APC/C (Harper et 
al.), 2179-2206 Review 
Skp2-dependent degradation of p130 
(Tedesco et al.), 2946-2957 
Schizosaccharomyces pombe 
nucleation of heterochromatin by 
CENP-B (Nakagawa et al.), 
1766-1778 
role of Cdce2-cyclin B in homologous 
recombination (Caspari et al.), 
1195-1208 
Securin 
mitotic association with THR in Dro- 
sophila (Herzig et al.), 2443- 
2454 
phosphorylation by Cdc28 (Agarwal 
and Cohen-Fix), 1371-1382 
Seed germination 
repression by RGL2 (Lee et al.}, 646-658 
SegF 
mediation of marker exclusion (Belle 
et al.), 351-362 





Semaphorin4D 
effect of Plexin-Bl—Rac interaction on 
ligand binding (Vikis et al.), 
836-845 
Senescence 
inhibition by BCL6 (Shvarts et al.), 681- 
686 
Separase 
negative regulation by mitotic cleav- 
age of THR in Drosophila (Her- 
zig et al.), 2443-2454 
nuclear localization (Agarwal and Co- 
hen-Fix}, 1371-1382 
Septins 
role in spindle positioning in yeast 
(Kusch et al.), 1627-1639 
SET domain proteins 
Enhancer of Zeste histone methyl- 
transferase activity (Kuzmichev 
et al.), 2893-2905 
methylation of histone H3 by Set9 
(Nishioka et al.), 479-489 
role of SETDB1 in histone methylation 
(Schultz et al.), 919-932 
SETDB1 
role in histone methylation (Schultz et 
al.), 919-932 
Sex determination 
gene-specific and chromosome-wide 
transcriptional repression (Chu 
et al.), 796-805 
role of 
takeout in Drosophila (Dauwalder 
et al.), 2879-2892 
Sxila in C. neoformans (Hull et al.), 
3046-3060 
Sf1 
activation by WT1 (Wilhelm and En- 
glert), 1839-1851 
Sigma tactors 


regulation of competition by ppGpp 
(Jishage et al.), 1260-1270 
Signal transduction 
role of 


Diversin in Wnt pathway (Schwarz- 
Romond et al.), 2073-2084 
KSR in assembly of RAF/MEK com- 
plex (Roy et al.), 427-438 
mom in JAK/STAT pathway (Chen 
et al.), 388-398 
Signaling 
by intercellular RNA and _ protein 
movement in plants (Wu et al.}, 
151-158 Review 
receptor-mediated endoproteolytic ac- 
tivation of Stplp and Stp2p (An- 
dréasson and Ljungdahl), 3158— 
3172 
pathways 
regulation by endocytosis (Seto et 
al.), 1314-1336 Review 
transcriptional control (Barolo and 
Posakony}, 1167-1181 Review 
Sin3 
recruitment by E2F (Rayman et al.}, 
933-947 


Sir proteins 
telomeric association and histone meth- 
ylation (Ng et al.), 1518-1527 
SIR 
establishment of mating-type silenc- 
ing in S. cerevisiae (Lau et al.), 
2935-2945 
Sir2 
role in yeast ribosomal DNA origin ac- 
tivation in (Ivessa and Zakian}, 
2459-2464 Perspective; (Pasero 
et al.}, 2479-2484 
Sir4 
interaction with Rap! and heterochro- 
matin assembly (Luo et al.), 
1528-1539 
SIRK 
regulation by WRKY6 in Arabidopsis 
(Robatzek and Somssich} 1139- 
1149 
Sister chromatid cohesion 
role of cohesin in resolution (Losada et 
al.), 3004-3016 
Ski 
recognition of trimeric Smad3 
(Moustakas and Heldin), 1867- 
1871 Perspective; (Qin et al.}, 
1950-1963 
role in pattern formation (Dai et al.}, 
2843-2848 
Skin 
hair defects in keratin 17 null mice 
(McGowan et al.), 1412-1422 
Skp2 
role in p130 degradation (Tedesco et 
al.), 2946-2957 
slipper 
role in JNK pathway (Stronach and 
Perrimon), 377-387 
Slit 
role in neuronal migration (Rao et al.}, 
2973-2984 Review 
Smac/DIABLO 
role in death receptor-induced apopto- 
sis (Deng et al.), 33-45 
Smads 
interaction with HLH transcription 
factor in activin/nodal signaling 
(Ring et al.), 820-835 
recognition of specific Smad3 oligomers 
by SARA and Ski (Moustakas and 
Heldin), 1867-1871 Perspective; 
(Qin et al.}, 1950-1963 
SMC proteins 
role in chromosome dynamics (Hi- 
rano}, 399-414 Review 
SMCI1 
role in DNA damage response (Kim et al.}, 
560-570; (Yazdi et al.), 571-582 
Smoothened 
binding by cyclopamine (Chen et al.}, 
2743-2748 
role in CNS patterning (Wijgerde et 
al.), 2849-2864 
SMRT 
role of TCP-1 ring complex in assem- 


bly with HDAC3 (Guenther et 
al.), 3130-3135 
SNAP. 
recruitment of RNA Pol III to target 
promoters (Schramm and Her- 
nandez), 2593-2620 Review 
structure of Oct-1/SNAP190/DNA com- 
plex (Hovde et al.), 2772-2777 
Somites 
Nkx3.2/Sox9 autoregulatory loop dur- 
ing chondrogenesis (Zeng et al.), 
1990-2005 
regulation of Myf5 during muscle 
specification (Gustafsson et al.}, 
114-126 
Sonic hedgehog 
Nkx3.2/Sox9 autoregulatory loop dur- 
ing somitic chondrogenesis 
(Zeng et al.), 1990-2005 
prepatterning of the limb bud by GLI3 
and dHAND (te Welscher et al.), 
421-426 
regulation of 
Myf5 (Gustafsson et al.), 114-126 
inner ear patterning (Riccomagno et 
al.), 2365-2378 
role 
in 
CNS patterning (Wijgerde et all.), 
2849-2864 
of 
Gli3 in neuronal patterning (Pers- 
son et al.), 2865-2878 
Ski in pattern formation (Dai et 
al.), 2843-2848 
Sox factors 
role in endoderm formation (Stainier), 
893-907 Review 
Sox9 
autoregulatory loop with Nkx3.2 dur- 
ing somitic chondrogenesis 
(Zeng et al.), 1990-2005 
role in chondrogenesis and Sox5/29x6 
expression (Akiyama et al.), 
2813-2828 
Sox10 
role in oligodendrocyte differentiation 
(Stolt et al.), 165-170 
Spermatogenesis 
in vivo role of PSI (Labourier et al.), 
72-84 
SPIK 
role in Arabidopsis pollen tube devel- 
opment (Mouline et al.), 
339-350 
Spinal cord 
role of Wnt signaling in specification 
(Muroyama et al.}, 548-553 
Spindle 
role of septins in microtubule capture 
{Kusch et al.}, 1627-1639 
Spindle, mitotic 
role in kinetochore maturation (Li et 
al.), 183-197 
spindle-E 
activation of RNAi during Drosophila 
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oocyte maturation (Kennerdell 
et al.), 1884-1889 
Spitz 
regulation by Star (Tsruya et al.}, 222-234 
Splice sites 
enhancement of transcription (Furger 
et al.), 2792-2799 
Spliceosome 
exon junction complex assembly (Rei- 
chert et al.), 2778-2791 
Splicing 
association of mRNA processing and ex- 
port (Lei and Silver), 2761- 
2766 
effect of nonsense mutation in fibrillin-1 
(Maquat), 1743-1753 Perspective; 
(Caputi et al.!, 1754-1759 
enhancement of transcription by 5’ splice 
sites (Furger et al.), 2792-2799 
exon junction complex assembly 
(Reichert et al.), 2778-2791 
regulation of Pcdh-y gene expression 
(Wang et al.), 1890-1905 
role of ASF/SF2 in mRNA stability 
(Lemaire et al.), 594-607 
StpA destabilization of the td intron 
tertiary structure (Waldsich et 
al.), 2300-2312 
Spol3 role in chromosome segregation 
(Shonn et al.}, 1659-1671; (Lee 
et al.), 1672-1681 
Sporulation 
regulation of the pro-c* processing en- 
zyme in B. subtilis (Rudner and 
Losick}, 1007-1018 
role of cell wall during B. subtilis 
forespore engulfment (Abanes- 
De Mello et al.}), 3253-3264 
Spot 42 RNA 
regulation of galactose operon in E. 
coli (Meller et al.), 1696-1706 
SPR-1 
modulation of LIN-12/Notch in C. 
elegans (Jarriault and Green- 
wald), 2713-2728 
SPS sensor 
receptor-mediated endoproteolytic ac- 
tivation of Stplp and Stp2p (An- 
dréasson and Ljungdahl), 3158- 
3172 
Squamous cell carcinoma 
regulation of PIK3CA by p53 (Singh et 
al.), 984-993 
SR proteins 
role of ASF/SF2 in mRNA stability 
(Lemaire et al.), 594-607 
Star 
regulation of Spitz trafficking (Tsruya 
et al.}, 
STAT92E 
negative regulation by N-terminally 
truncated form (Henriksen et 
al.), 2379-2389 
Stem cells 
nucleolar control of proliferation (Tsai 
and McKay), 2991-3003 
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role of 
Argonaute proteins in maintenance 
(Carmell et al.), 2733-2742 Review 
Foxd3 in maintaining pluripotency 
(Hanna et al.), 2650-2661 
Steroid signaling 
pathways in plants and insects (Thum- 
mel and Chory), 3113-3129 Re- 
view 
Sth 
role in chromatin remodeling (Saha et 
al.), 2120-2134 
STOP 
role in microtubule cold stability (An- 
drieux et al.), 2350-2364 
Stplp 
receptor-mediated endoproteolytic ac- 
tivation (Andréasson and Ljung- 
dahl), 3158-3172 
Stp2p 
receptor-mediated endoproteolytic ac- 
tivation (Andréasson and Ljung- 
dahl), 3158-3172 
StpA 
destabilization of the td intron tertiary 
structure (Waldsich et al.), 
2300-2312 
Suppressor of Hairless 
recruitment of Groucho and dCtBP by 
Hairless (Barolo et al.}, 1964-1976 
Swi/Snf 
interaction of ASF1 with Brahma com- 
plex (Moshkin et al.), 2621-2626 
transcription repression in S. cerevi- 
siae (Martens and Winston}, 
2231-2236 
SWI4 
M/G1-specific repression by homeodo- 
main proteins (Pramila et al.), 
3034-3045 
Synaptonemal complex 
stabilization of homolog pairing dur- 
ing meiotic prophase in C. 
elegans (MacQueen et l.), 
2428-2442 
syp-1 
stabilization of homolog pairing dur- 
ing meiotic prophase in C. 
elegans (MacQueen et l.), 
2428-2442 


£ 


T lymphocytes 
induction of pTA expression by Notch 
(Reizis and Leder), 295-300 
T4 bacteriophage 
SegF mediation of marker exclusion 
(Belle et al.}, 351-362 
TAFs 
See TATA box binding protein-associ- 
ated factors 
takeout 
role in sex determination (Dauwalder 
et al.), 2879-2892 


Tarlp 
mitochondrial protein encoded in rDNA 
locus (Coelho et al.), 2755-2760 
TATA box binding protein-associated 
factors 
unified nomenclature (Tora), 673-675 
Correspondence 
T-box factors 
role of MLS-1 in C. elegans muscle 
fate determination (Kostas and 
Fire}, 257-269 
Tbx2 
role in heart development (Habets et 
al.), 1234-1246 
TCP-1 ring complex 
role in SMRT-HDAC3 assembly 
(Guenther et al.), 3130-3135 
Teashirt 
combinatorial control of development 
in Drosophila (Bessa et al.}, 
2415-2427 
Telomerase 
interaction of Estlp with bulged stem 
in RNA (Seto et al.), 2800-2812 
template boundary definition (Lai et 
al.), 415-420 
Telomeres 
control of replication timing by Ku 
(Cosgrove et al.), 2485-2490 
EXO1-dependent activation of check- 
point pathways (Maringele and 
Lydall), 1919-1933 
role of 
Rap1-Sir4 interaction in heterochro- 
matin assembly (Luo et al.), 
1528-1539 
Rrm3p in DNA replication (Ivessa et 
al.}, 1383-1396 
Sir protein association and histone 
methylation (Ng et al.), 1518-1527 
TERT 
telomerase template boundary defini- 
tion (Lai et al.), 415-420 
Testis 
role of DHH/PTCH1 in Leydig cell differ- 
entiation (Yao et al.), 1433-1440 
Tetrahymena 
telomerase template boundary defini- 
tion (Lai et al.}, 415-420 
TFHD 
cooperative binding with mediator 
(Johnson et al.), 1852-1863 
TFIIA 
recruitment of RNA Pol III to target 
promoters (Schramm and Her- 
nandez), 2593-2620 Review 
TFIUB 
recruitment of RNA Pol III to target 
promoters (Schramm and Her- 
nandez), 2593-2620 Review 
universal nomenclature for subunits 
(Willis), 1337-1338 
TFIIC 
recruitment of RNA Pol III to target 
promoters (Schramm and Her- 
nandez), 2593-2620 Review 





TGF-B 
See Transforming growth factor B 
Tissue morphogenesis 
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